KOD -Plus- DNA Polymerase
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200 yl KOD -Plus- (1.0 U/ u 1)
1ml 10x PCR buffer for KOD -Plus-
1ml 25mM MgSO,
1ml 2mM dNTPs
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Components Volume Final Concentration
10x PCR buffer for KOD -Plus- 5ul 1x
2mM dNTPs 5 ul 0.2 mM each
25mM MgSO, 2 ul 1 mM
Primer mix (10 ¢ M each) . 1.5 ul 0.3 uM each
Template DNA (10pg-200ng) 21 ul genomic DNA 10~200 ng
Plasmid DNA 1~50 ng
KOD -Plus- DNA Polymerase 1 ul 1.0 unit
Autoclaved,distilled water to 50 ul
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Denature : 94°C, 15sec. Denature : 94°C, 15sec.
Anneal : (Tm-5)°C, 30sec. Extend : 68°C, 1min. /kb

Extend : 68°C, 1min. /kb

25~35 cycles 25~35 cycles
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R 2k R7FRE | Code No. {4
ReverTra Ace (100 U/ 1) 10,000 U —20°C TRT-101 ¥ 15,000
(Reverse Transcriptase) 50,000 U —20°C TRT-102 ¥ 60,000




